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Educational Background

2011 PhD in Public Health, Graduate School of Public Health, Seoul National University, South Korea
2005 MPH in Public Health, Graduate School of Public Health, Seoul National University, South Korea
2003 BS in Mathematics and Statistics, Pusan National University, South Korea

Professional Experiences

2016 — current: Genomics and the Environment in Respiratory and Allergic Health Group, Epidemiology
Branch, NIEHS
2016: Research Professor, Institute of Medical Science, Kangwon National University, South Korea
2011-2015: Research Assistant Professor, Institute of Health and Environment, Seoul National
University, South Korea
2008-2009: Senior Researcher, Genomic Medicine Institute, Seoul National University and PSOMA
Therapeutics, Inc., South Korea
2005-2007: Researcher, Genomic Medicine Institute, Seoul National University and Macrogen, Inc.,
South Korea

Professional Organizations

American Thoracic Society
American Society of Human Genetics
International Genetic Epidemiology Society
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